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We recently identified Eph receptor A10 (EphA10) as a novel breast cancer-specific protein. Moreover, we
also showed that an in-house developed anti-EphA10 monoclonal antibody (mAb) significantly inhibited
proliferation of breast cancer cells, suggesting EphA10 as a promising target for breast cancer therapy.
However, the only other known report for EphA10 was its expression in the testis at the mRNA level.
Therefore, the potency of EphA10 as a drug target against cancers other than the breast is not known.
The expression of EphA10 in a wide variety of cancer cells was studied and the potential of EphA10 as
a drug target was evaluated. Screening of EphA10 mRNA expression showed that EphA10 was overex-
pressed in breast cancer cell lines as well as in prostate and colon cancer cell lines. Thus, we focused
on prostate cancers in which EphA10 expression was equivalent to that in breast cancers. As a result,
EphA10 expression was clearly shown in clinical prostate tumor tissues as well as in cell lines at the
mRNA and protein levels. In order to evaluate the potential of EphA10 as a drug target, we analyzed com-
plement-dependent cytotoxicity effects of anti-EphA10 mAb and found that significant cytotoxicity was
mediated by the expression of EphA10. Therefore, the idea was conceived that the overexpression of
EphA10 in prostate cancers might have a potential as a target for prostate cancer therapy, and formed
the basis for the studies reported here.
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1. Introduction Several Eph receptor family members such as EphA2 or EphB4

are highly expressed in various tumor cell types found in refractory

The development of antibody engineering has enabled a mono-
clonal antibody (mAb) to become a safe and effective drug for
refractory diseases, such as cancer. Today, more than 30 kinds of
antibody drugs are approved all over the world. Continued growth
in the market is expected in the future [1]. However, the cases to
which antibody drugs are applied are limited. Therefore, the devel-
opment of new antibody drugs is especially needed in the cases
without effective treatments, such as a triple negative breast can-
cer, a castration-resistant prostate cancer, as well as pancreatic
cancers or malignant mesotheliomas.

Abbreviations: EphA10, Eph receptor A10; mAb, monoclonal antibody; TMA,
tissue microarray; HMEC, human mammary epithelial cell; PrEC, prostate epithelial
cell; cDNA, complimentary DNA; FCS, fetal calf serum; PBS, phosphate buffered
saline; ITHC, immunohistochemistry; CDC, complement-dependent cytotoxicity.
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cancers [2], and with expressions associated with tumorigenesis
[3,4], proliferation [5,6], vasculogenesis [7,8] and metastasis
[9,10]. Therefore, there is a current focus on the development of
therapies targeted on Eph members [11]. In this context, MedIm-
mune LLC is developing an antibody-drug conjugate against EphA2
which inhibits tumor growth in vitro and in vivo [12,13]. It has been
tested in phase I to investigate the safety profile and maximum tol-
erated dose. However, the most recent report announced the trial
was stopped halfway due to adverse events such as bleeding and
liver disorders [14]. Some databases such as MOPED or PaxDb have
reported that EphA2 is highly expressed in platelets and liver tis-
sues. Therefore, the target protein needs to display specific expres-
sion in cancer tissues. However, EphA10 which we identified as a
novel breast cancer-related protein is hardly expressed in normal
human tissues [15] [16]. Furthermore, we also showed that an
in-house developed anti-EphA10 mAb inhibited breast cancer cell
proliferation at both in vitro and in vivo levels [16]. These findings
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suggest that EphA10 is a promising target for breast cancer ther-
apy. However, the only other known report was that EphA10 is
expressed in the testis at the mRNA level [17]. Therefore, the
potency of EphA10 as a drug target against cancers other than
the breast has not been tested. Here, we report EphA10 expression
in various kinds of cancer cells and the potential of EphA10 as a
target in other cancer therapies.

2. Material and methods
2.1. Cell lines

The following cancer cell lines were purchased from the
American Type Culture Collection (Manassas, VA): HCC70,
MDA-MB-157, HCC1599, MDA-MB468, DU4475, 22Rv1, VCaP,
colo201, SW620, HCT116, BxPC3, Pancl1, AsPC1, H2452, H2052,
H28 and Jurkat. The following cancer cell lines were purchased
from the Japanese Collection of Research Bioresources Cell Bank
(Osaka, Japan): RERF-LC-K], RERF-LC-MS, MKN1, MKN45, NECS,
NEC14, A2058, G318, Mewo and K562. PC3 and LNCaP were pur-
chased from the Riken Bioresource Center Cell Bank (Ibaraki,
Japan). Normal Human Prostate Epithelial Cells (PrEC) and
Normal Human Mammary Epithelial Cells were purchased from
Lonza (Basel, Switzerland). All cells were cultured at 37 °C in a
humidified atmosphere of 5% CO, according to the provider’s
protocol.

2.2. Real-time PCR

Complementary DNAs (cDNAs) derived from human prostate
tumors were purchased from OriGene Technologies (Rockville,
MD). The PCR mixture included cDNA template, TagMan Gene
Expression Master Mix and TaqMan probe (EphA10:
Hs01017018_m1 or actin-beta: Hs99999903_m1) (Life Technolo-
gies, Carlsbad, CA) and the reaction was performed according to
the manufacturer’s instructions. The threshold cycles were deter-
mined using the default settings. EphA10 mRNA expression levels
were normalized against actin-beta.
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2.3. Cell immunofluorescent staining

PrEC, PC3 and VCaP cells were seeded at 1 x 10% cells/well in
Lab-Tek™ 8-well chamber slides (Thermo Fisher Scientific Inc.,
Waltham, MA). After 24 h, cells were washed twice with PBS, and
then fixed with PBS containing 4% paraformaldehyde, pH 8.0 for
10 min. After washing with PBS, fixation was quenched with PBS
containing 0.1 M glycine, pH 7.4 for 15 min. Fixed cells were
blocked with PBS containing 5% FCS (blocking solution), pH 7.4
for 30 min, and then treated with the anti-EphA10 monoclonal pri-
mary antibody and isotype control antibody at 10 pg/ml in block-
ing solution for 1 h. Donkey anti-mouse IgG conjugated with Alexa
Flour 488 (Life Technologies, Carlsbad, CA) was used as the second
antibody at 2 pg/ml in the blocking solution for 1h in the dark.
Slides were mounted using a vectashield mounting medium for
fluorescence with DAPI (Vector Laboratories Inc., Burlingame, CA)
and analyzed with a Leica TCS SP2 confocal laser scanning micro-
scope (Leica Microsystems GmbH, Wetzlar, Germany). Images
were further processed using the Adobe Photoshop software.

2.4. Immunohistochemical (IHC) staining

TMAs with prostate tumor and normal prostate tissues (US
Biomax, Rockville, MD) were deparaffinized in xylene and rehy-
drated in a graded series of ethanol. Heat-induced epitope retrieval
was performed by maintaining the Target Retrieval Solution (Dako,
Glostup, Denmark) by following the manufacturer’s instructions.
After treatment, endogenous peroxidase was blocked with 0.3%.
The TMA slides were incubated with rabbit anti-human EphA10
polyclonal antibody (Abgent Inc., San Diego, CA) for 30 min and
then with ENVISION+ Dual Link (Dako, Glostup, Denmark) for
30 min. The reaction products were rinsed three times with
0.05% Tween20/Tris buffer saline and then developed in liquid
3,3’-diaminobenzidine for 3 min. After development, sections were
lightly counterstained with Mayer’s hematoxylin. All procedures
were performed using an AutoStainer (Dako, Glostup, Denmark).
Study samples were divided into high and low expression groups
based on the two criteria of distribution and quantity. In terms of
distribution, the percentage of positive cells across all tumor cells
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Fig. 1. Screening of EphA10 expression profile in various kinds of cancer cell lines. EphA10 expression in various kinds of cancer cells were screened by quantitative real time
PCR. EphA10 expression level in each cell was normalized by actin-beta expression level and described as a ratio against EphA10 expression level in HMEC, normal human

mammary epithelial primary cells. n =3 in each group. Error bars represent the SD.
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Fig. 2. EphA10 expression analysis in prostate cancer cell lines and clinical prostate cancer tissues at mRNA and protein level. (A) EphA10 mRNA expression level in prostate
cancer cell lines (PC3, DU145, 22Rv1, LNCaP and VCaP) was quantified by real time PCR. It was normalized by actin-beta expression level and described as a ratio against
EphA10 expression level in PrEC, normal human prostate epithelial primary cells. n = 3 in each group. Error bars represent the SD. (B) EphA10 protein expression in prostate
cancer cell lines was analyzed by cell immunofluorescent staining. PrEC, PC3 (EphA10-mRNA low expressing cells) and VCaP (EphA10 mRNA high-expressing cells) were
treated with anti-EphA10 mAb or the isotype control mAb (20 pg/ml), and then with Alexa Flour 488 conjugated anti-mouse IgG antibody. EphA10 protein expression was
detected by confocal microscopy. Blue and green signals relate to DAPI and EphA10, respectively. (C) EphA10 mRNA expression levels in clinical prostate cancer tissues (39
cases) and the normal prostate tissues (9 cases) were quantified in the same method with (A). N.D. means not detectable. (D) TMAs with clinical prostate cancer tissues (39
cases) and the normal tissues (10 cases) were stained using anti-EphA10 mAb. Representative images of normal breast tissue (positive ratio: 0%), EphA10 negative cancer
tissue, and EphA10 positive cancer tissues (positive ratio: 36%) are shown. Scale bar: 200 pm.

was scored as 0 (0%), 1 (1-50%), and 2 (51-100%). In terms of quan- serum as complement were added and incubated for 24 h.
tity, the signal intensity was scored as 0 (no signal), 1 (weak), 2 Cytotoxicity was evaluated using the WST-8 assay.

(moderate) or 3 (marked). Cases with a total score of more than

3 were classified into the high expression group. 3. Results and discussion

2.5. Complement-dependent cytotoxicity (CDC) assay 3.1. EphA10 mRNA was overexpressed not only in breast cancer cell

lines but also in prostate and colon cancer cell lines
VCaP cells were seeded at 2 x 10% cells/well in a 96 well cell
culture plate (Thermo Fisher Scientific Inc., Waltham, MA) and In order to screen the types of cancer in which EphA10 is
cultured overnight. After removing the medium, antibodies (anti- expressed, EphA10 mRNA expression was analyzed not only in
EphA10 antibody or the isotype control antibody) and mouse breast cancer cells in which we had already shown EphA10
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expression, but also in cell lines of colon cancer, gastric cancer, leu-
kemia, lung cancer, melanoma, mesothelioma, pancreas cancer,
prostate cancer and testicular germ cell tumors by real time PCR.
EphA10 mRNA was expressed by normalizing the actin-beta
expression level and represented as the ratio against normal
human mammary epithelial primary cells (HMEC). Quantitative
analysis demonstrated that EphA10 was expressed not only in
breast cancer cells (HCC1599: 103x, MDA-MB468: 141x,
DU4475: 181x), but also in prostate cancer cells (22Rv1: 142x,
LNCaP: 194x) and colon cancer cells (HCT116: 107x) by more than
100 fold over human mammary epithelial primary cells (HMECs).
EphA10 mRNA expression level in breast cancer cell lines was
equivalent to that in prostate cancer cell lines (Fig. 1). These data
suggested that EphA10 could also be associated with prostate can-
cers. Therefore, we next focused on prostate cancers and analyzed
in more detail the expression of EphA10 at the mRNA and protein
levels in cancer cell lines and clinical tissues.

3.2. EphA10 was overexpressed in prostate cancer cell lines and clinical
prostate tumor tissues at mRNA and protein level

In order to examine EphA10 expression in prostate cancers,
EphA10 expression at the mRNA and protein levels was evaluated
in five prostate cancer cell lines (22Rv1, DU145, LNCaP, PC3 and
VCaP) and normal human prostate epithelial primary cells (PrECs).
Fig. 2(A) shows EphA10 was highly expressed in all cancer cell lines
compared to the normal cells. Furthermore, we also analyzed
EphA10 expression at the protein level in these cells. Immunofluo-
rescent staining showed that EphA10 expression could not be
detected in both PrEC and PC3 (EphA10 mRNA low-expressing
cells). On the other hand, EphA10 protein expression was only
observed in anti-EphA10 antibody-treated VCaP cells (EphA10
mRNA high-expressing cells), but not in the isotype control anti-
body-treated VCaP cells (Fig. 2(B)). These data are consistent with
the pattern of EphA10 mRNA expression, further demonstrating
that EphA10 was overexpressed in prostate cancer cell lines com-
pared to the normal cells.

In order to pursue the overexpression of EphA10 in prostate
cancers, we next analyzed EphA10 expression in clinical prostate
cancer tissues and in normal prostate tissues. EphA10 expression
at the mRNA level was first evaluated using cDNA derived from
clinical prostate tumor tissues and the normal prostate tissues. A
real time PCR analysis showed that EphA10 mRNA could not be
amplified in all 9 normal prostate cases and 27 prostate tumor
cases. In contrast, EphA10 expression was observed in 12 prostate
tumor cases (approximately 31% in total cases) (Fig. 2(C)). Further-
more, we analyzed the EphA10 protein expression by IHC-staining
TMA with clinical prostate cancer tissues and the normal tissues.
TMA data showed that EphA10 expression was observed in 14
prostate cancer cases (approximately 36% in total cases), but not
in 10 normal prostate tissues and in 25 prostate cancer cases.
These data suggested that EphA10 was definitely overexpressed
in prostate cancer cell lines as well as in clinical prostate tumor
tissues.

We previously showed that EphA10 expression was positively
associated with stage progression and lymph node metastasis in
clinical breast cancers [18]. Thus, in order to evaluate the role of
EphA10 overexpression in prostate cancers, we tried to analyze
the relationship between EphA10 expression in clinical prostate
cancer tissues and the clinical information such as the size and
spread of primary tumor (pT), regional lymph node metastasis
(pN), the distant metastasis (pM), and the cancer progression
(pStage). Statistical analysis showed that EphA10 expression was
not significantly associated with all of the above factors
(Supplementary Table S1). It was reported that some Eph receptor
members were overexpressed in various kinds of cancers such as

breast and prostate [2], and activated by hetero-dimerizing
between Eph receptors [19,20]. Therefore, in addition to focusing
only on EphA10, analysis of other Eph receptors are needed in
order to reveal the role of EphA10 in prostate cancers.

3.3. Anti-EphA10 mAb significantly caused complement-dependent
cytotoxicity (CDC) activity dependent on EphA10 expression

In order to evaluate the potential of EphA10 as a target for pros-
tate cancer therapy, we analyzed CDC effects of anti-EphA10 mAb
on VCaP cells in which EphA10 was highly expressed. We added
anti-EphA10 mAb and mouse serum as complements into VCaP
cells and evaluated cytotoxicity on the next day. Fig. 3 shows that
cytotoxicity in VCaP was observed only in the co-culture group of
anti-EphA10 mAb and mouse serum, but not in the co-culture
group of isotype control mAb and mouse serum as well as in
mAb alone group. The data indicated that the cytotoxicity of
anti-EphA10 mAb was dependent on EphA10 expression, and sug-
gested that EphA10 targeted therapy might be effective in EphA10
positive prostate cancer cases.

Since molecular targeted drugs such as antibody drugs show
therapeutic effects related to affinity and specificity for each anti-
gen, it is important that the target protein display enriched expres-
sion in cancer tissues. In this respect, we previously reported that
EphA10 expression was not observed in almost all normal human
organs, except for testis [16]. In order to develop anti-EphA10 mAb
therapy and apply it to male patients, EphA10 function in the testis
should be analyzed and consider the effects of anti-EphA10 mAb
on dysfunction of the testis. On the other hand, many prostate can-
cer patients are surgically or medically castrated with the purpose
of reducing the amount of androgens which promote the growth of
prostate cancer cells. However, almost all of the patients have a
recurrence which is known as castration-resistant prostate cancer
(CRPC). CRPCs are a bottleneck for prostate cancer therapy, because
CRPCs have no effective treatment and poor prognosis. Clinical tri-
als of antibody drugs (such as anti-CTLA4 mAb or anti-PD1 mAb)
against CRPCs are currently in progress. However the therapeutic
effects have been insufficient [21], emphasizing that a novel drug
target is urgently needed. In this respect, EphA10 might be a
promising target at least for CRPC patients, although further basic
experiments are needed such as EphA10 expression analysis in
CRPC cases.
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Fig. 3. Complement-dependent cytotoxicity (CDC) effects of anti-EphA10 mAb on
VCaP cells. Anti-EphA10 mAb or the isotype control mAb (80 and 400 ng/ml) with/
without mouse serum as complements were added to VCaP cells. After 24 h
incubation, CDC effects were assessed by WST-8 assay. **p < 0.01 vs the isotype
control mAb with mouse serum. n =3 in each group. Error bars represent the SD.
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In conclusion, we showed that EphA10 was overexpressed in
prostate cancers and suggest that EphA10 is a potential target for
prostate cancer therapy.

Conflict of interest statement
The authors have no conflict of interest.
Acknowledgments

This study was supported in part by Grants-in-Aid for Scientific
Research from the Project for Development of Innovative Research
on Cancer Therapeutics, the Ministry of Education, Culture, Sports,
Science and Technology of Japan, and from the Japan Society for the
Promotion of Science. This study was also supported in part by
Health Labor Sciences Research Grants from the Ministry of Health,
Labor and Welfare of Japan.

Appendix A. Supplementary data

Supplementary data associated with this article can be found, in
the online version, at http://dx.doi.org/10.1016/j.bbrc.2014.06.007.

References

[1] A.L. Nelson, E. Dhimolea, J.M. Reichert, Development trends for human
monoclonal antibody therapeutics, Nat. Rev. Drug Discov. 9 (2010) 767-774.
[2] H.Q. Xi, X.S. Wu, B. Wei, L. Chen, Eph receptors and ephrins as targets for cancer
therapy, J. Cell. Mol. Med. 16 (2012) 2894-2909.
[3] D.M. Brantley-Sieders, G. Zhuang, D. Hicks, W.B. Fang, Y. Hwang, J.M. Cates, K.
Coffman, D. Jackson, E. Bruckheimer, R.S. Muraoka-Cook, J. Chen, The receptor
tyrosine kinase EphA2 promotes mammary adenocarcinoma tumorigenesis
and metastatic progression in mice by amplifying ErbB2 signaling, J. Clin.
Invest. 118 (2008) 64-78.
N. Munarini, R. Jager, S. Abderhalden, G. Zuercher, V. Rohrbach, S. Loercher, B.
Pfanner-Meyer, A.C. Andres, A. Ziemiecki, Altered mammary epithelial
development, pattern formation and involution in transgenic mice
expressing the EphB4 receptor tyrosine kinase, ]. Cell. Sci. 115 (2002) 25-37.
S.R. Kumar, J. Singh, G. Xia, V. Krasnoperov, L. Hassanieh, EJ. Ley, ]. Scehnet,
N.G. Kumar, D. Hawes, M.F. Press, F.A. Weaver, P.S. Gill, Receptor tyrosine
kinase EphB4 is a survival factor in breast cancer, Am. J. Pathol. 169 (2006)
279-293.
[6] KA. Mohammed, X. Wang, E.P. Goldberg, V.B. Antony, N. Nasreen, Silencing
receptor EphA2 induces apoptosis and attenuates tumor growth in malignant
mesothelioma, Am. J. Cancer Res. 1 (2011) 419-431.
N.K. Noren, M. Lu, A.L. Freeman, M. Koolpe, E.B. Pasquale, Interplay between
EphB4 on tumor cells and vascular ephrin-B2 regulates tumor growth, Proc.
Natl. Acad. Sci. U.S.A. 101 (2004) 5583-5588.

4

[5

(7

[8] S.Sawamiphak, S. Seidel, C.L. Essmann, G.A. Wilkinson, M.E. Pitulescu, T. Acker,
A. Acker-Palmer, Ephrin-B2 regulates VEGFR2 function in developmental and
tumour angiogenesis, Nature 465 (2010) 487-491.

[9] D.M. Brantley-Sieders, W.B. Fang, DJ. Hicks, G. Zhuang, Y. Shyr, ]J. Chen,
Impaired tumor microenvironment in EphA2-deficient mice inhibits tumor
angiogenesis and metastatic progression, FASEB J. 19 (2005) 1884-1886.

[10] X.D.Ji, G. Li, Y.X. Feng, ].S. Zhao, ].J. Li, Z]. Sun, S. Shi, Y.Z. Deng, J.F. Xu, Y.Q. Zhu,
H.P. Koeffler, XJ. Tong, D. Xie, EphB3 is overexpressed in non-small-cell lung
cancer and promotes tumor metastasis by enhancing cell survival and
migration, Cancer Res. 71 (2011) 1156-1166.

[11] AW. Boyd, P.F. Bartlett, M. Lackmann, Therapeutic targeting of EPH receptors
and their ligands, Nat. Rev. Drug Discov. 13 (2014) 39-62.

[12] D. Jackson, J. Gooya, S. Mao, K. Kinneer, L. Xu, M. Camara, C. Fazenbaker, R.
Fleming, S. Swamynathan, D. Meyer, P.D. Senter, C. Gao, H. Wu, M. Kinch, S.
Coats, P.A. Kiener, D.A. Tice, A human antibody-drug conjugate targeting
EphA2 inhibits tumor growth in vivo, Cancer Res. 68 (2008) 9367-9374.

[13] J.W. Lee, R.L. Stone, SJ. Lee, EJ. Nam, J.W. Roh, A.M. Nick, H.D. Han, M.M.
Shahzad, H.S. Kim, L.S. Mangala, N.B. Jennings, S. Mao, ]. Gooya, D. Jackson, R.L.
Coleman, A.K. Sood, EphA2 targeted chemotherapy using an antibody drug
conjugate in endometrial carcinoma, Clin. Cancer Res. 16 (2010) 2562-2570.

[14] CM. Annunziata, E.C. Kohn, P. LoRusso, N.D. Houston, R.L. Coleman, M.
Buzoianu, G. Robbie, R. Lechleider, Phase 1, open-label study of MEDI-547 in
patients with relapsed or refractory solid tumors, Invest. New Drugs 31 (2013)
77-84.

[15] S.Imai, K. Nagano, Y. Yoshida, T. Okamura, T. Yamashita, Y. Abe, T. Yoshikawa,
Y. Yoshioka, H. Kamada, Y. Mukai, S. Nakagawa, Y. Tsutsumi, S. Tsunoda,
Development of an antibody proteomics system using a phage antibody
library for efficient screening of biomarker proteins, Biomaterials 32 (2011)
162-169.

[16] K. Nagano, Y. Maeda, S. Kanasaki, T. Watanabe, T. Yamashita, M. Inoue, K.
Higashisaka, Y. Yoshioka, Y. Abe, Y. Mukai, H. Kamada, Y. Tsutsumi, S. Tsunoda,
Ephrin receptor A10 is a promising drug target potentially useful for breast
cancers including triple negative breast cancers, J. Control Release, in press.

[17] H.C. Aasheim, S. Patzke, H.S. Hjorthaug, E.F. Finne, Characterization of a novel
Eph receptor tyrosine kinase, EphA10, expressed in testis, Biochim. Biophys.
Acta 1723 (2005) 1-7.

[18] K. Nagano, S. Kanasaki, T. Yamashita, Y. Maeda, M. Inoue, K. Higashisaka, Y.
Yoshioka, Y. Abe, Y. Mukai, H. Kamada, Y. Tsutsumi, S. Tsunoda, Expression of
Eph receptor A10 is correlated with lymph node metastasis and stage
progression in breast cancer patients, Cancer Med. 2 (2013) 972-977.

[19] B.P. Fox, R.P. Kandpal, A paradigm shift in EPH receptor interaction: biological
relevance of EPHB6 interaction with EPHA2 and EPHB2 in breast carcinoma
cell lines, Cancer Genomics Proteomics 8 (2011) 185-193.

[20] A. Freywald, N. Sharfe, C.M. Roifman, The kinase-null EphB6 receptor
undergoes transphosphorylation in a complex with EphB1, J. Biol. Chem. 277
(2002) 3823-3828.

[21] S.L. Topalian, F.S. Hodi, J.R. Brahmer, S.N. Gettinger, D.C. Smith, D.F.
McDermott, ].D. Powderly, R.D. Carvajal, J.A. Sosman, M.B. Atkins, P.D.
Leming, D.R. Spigel, S.J. Antonia, L. Horn, C.G. Drake, D.M. Pardoll, L. Chen,
W.H. Sharfman, R.A. Anders, J.M. Taube, T.L. McMiller, H. Xu, A.J. Korman, M.
Jure-Kunkel, S. Agrawal, D. McDonald, G.D. Kollia, A. Gupta, ].M. Wigginton, M.
Sznol, Safety, activity, and immune correlates of anti-PD-1 antibody in cancer,
N. Engl. ]. Med. 366 (2012) 2443-2454.


http://dx.doi.org/10.1016/j.bbrc.2014.06.007
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0005
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0005
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0010
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0010
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0015
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0015
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0015
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0015
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0015
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0020
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0020
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0020
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0020
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0025
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0025
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0025
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0025
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0030
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0030
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0030
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0035
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0035
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0035
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0040
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0040
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0040
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0045
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0045
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0045
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0050
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0050
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0050
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0050
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0055
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0055
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0060
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0060
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0060
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0060
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0065
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0065
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0065
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0065
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0070
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0070
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0070
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0070
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0075
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0075
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0075
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0075
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0075
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0085
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0085
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0085
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0090
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0090
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0090
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0090
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0095
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0095
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0095
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0100
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0100
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0100
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0105
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0105
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0105
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0105
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0105
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0105
http://refhub.elsevier.com/S0006-291X(14)01059-6/h0105

	Eph receptor A10 has a potential as a target for a prostate cancer therapy
	1 Introduction
	2 Material and methods
	2.1 Cell lines
	2.2 Real-time PCR
	2.3 Cell immunofluorescent staining
	2.4 Immunohistochemical (IHC) staining
	2.5 Complement-dependent cytotoxicity (CDC) assay

	3 Results and discussion
	3.1 EphA10 mRNA was overexpressed not only in breast cancer cell lines but also in prostate and colon cancer cell lines
	3.2 EphA10 was overexpressed in prostate cancer cell lines and clinical prostate tumor tissues at mRNA and protein level
	3.3 Anti-EphA10 mAb significantly caused complement-dependent cytotoxicity (CDC) activity dependent on EphA10 expression

	Conflict of interest statement
	Acknowledgments
	Appendix A Supplementary data
	References


